Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.003 Å; R factor = 0.048; wR factor = 0.104; data-to-parameter ratio = 14.6.
In the crystal structure of the title compound, C 9 H 10 N 2 O 3 , the molecules are linked by intermolecular O-HÁ Á ÁN and N-HÁ Á ÁO hydrogen bonds, resulting in chains propagating in [010] . Weak intramolecular and intermolecular C-HÁ Á ÁO interactions are also observed.
Related literature
For background on the pharmaceutical applications of this family of compounds, see: Narendar et al. (2003) ; Ravlee et al. (2003) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). et al., 2003; Ravlee et al., 2003) . In this paper, the structure of 4-oxo-4-(pyridin-2-ylamino)butanoic acid (I), is reported which was synthesized by acylating reation of pyridin-2-amine with pyrrolidine-2,5-dione. The pyridin ring system is essentially planar with mean deviations of 0.0013 Å. In addition, there are C-H···O interactions, as shown in Fig. 2 and detailed in Table 1 .
A solution of pyrrolidine-2,5-dione (1.0 g,10 mmol) in dimethylformamide (15 ml) was stirred at room temperature for 10 min. Pyridin-2-amine (0.94 g, 10 mmol) was added and the mixture was stirred for a further 3 h at 353 K. The resulting mixture was then poured into water (100 ml), yielding a white precipitate. The solid product was filtered off, washed with cold water and recrystallized from methnol, giving crystals of the title compound [yield: 1.17 g (61.4%)]. These were dissolved in mixture of methnol (10 ml) and water (3 ml) and the solution was kept at room temperature for 18 d. Natural evaporation of the solution gave colourless prisms of (I) (m.p. 454-455 K).
Refinement
The O-and N-bound H atoms were located in a difference map and their positions and U iso values were freely refined. The C-bound H atoms were geometrically placed (C-H = 0.95-0.99Å) and refined as riding with U iso (H) = 1.2U eq (C). Figures   Fig. 1 . A view of the molecular structure of (I). Displacement ellipsoids are drawn at the 30% probability level (arbitrary spheres for H atoms). 
